Primers for Dickeya and Pectobacterium MLST

1. gapA (glyceraldehyde-3-phosphate dehydrogenase A) (Ma et al. 2007) band size 542 bp
gapA326F 5’-ATCTTCCTGACCGACGAAACTGC-3’
gapA845R 5’-ACGTCATCTTCGGTGTAACCCAG-3’
414bp partial gene was used in analysis
Example in D. dadantii 3937 genome (reverse complement)
>gapA_D_dadantii_3937

Accggtccgtccaaagacgacaccccgatgttegttatgggegttaaccacgecgcttacgetggtcaggacategtttccaacgcttectgecaccactaactgectgg
cgcecgetggctaaagtcatcaacgacaaatteggtategttgaagegetgatgaccaccgttcacgecactaccgetacgcagaaaaccgttgacggeccgtetcaca
aagactggcgeggeggecgeggegegtctcagaacatcateecgtectctaceggegetgctaaagetgtaggtaaagtgatcecggcetctgaacggeaaactgace
ggtatggcgttccgegtaccgactccgaacgtateegtggttgacctgactgeecgtctggaaaaaccggctacttacaaagaaatttgt

2. mdh (malate dehydrogenase) (Ma et al. 2007) band size 564 bp
mdh86F 5’-CCCAGCTTCCTTCAGGTTCAGA-3’
mdh628R 5’-CTGCATTCTGAATACGTTTGGTCA-3’
438 bp partial gene was used in analysis
example in D. dadantii 3937 genome
>mdh_D_dadantii_3937

gctgtcgatctgagcecatattcccaccgatgtgaaaatcaaaggtttcageggtgaagatgctaccectgetctggaaggegeggatattgtactgatgtetgeecgggg
tggcccgtaagecggggatggategttcegatetgtttaacgtgaacgeagggattgtgegtaacctggtttcgecaaattgeccgtacttgecctaacgcettgtateggt
attatcaccaatccggtcaataccacggtggcegattgetgecgaagtgctgaageaggecggegtatataacaaagacaaactgtttggegtcacgacgetggacatt
atccgttccagtacttttgtcgccgaactgaaaggcaaacagecgeaggecattgacgtgecggttateggeggecacteeggegttaccatectgecgttgetgteac

ag

3.  rpoS (WALERON, WALERON, and tOJKOWSKA 2002) band size 920 bp
rpoSF 5’-ATGAGCCAAAGTACGCTGAA-3’
rpoSR 5’-ACCTGAATCTGACGAACACG-3’
792bp partial gene was used in analysis
example in D. dadantii 3937 genome (reverse complement)
>rpoS_D_dadantii_3937

gacgtttttgacgacaaagcgttggcggaggaagaaaccagegatagegaccagetcgacgaggaattgetttcgcagggaactgctcagegegtgetggatgcaa
cccagctttatctgggagaaatcggctactcacctettctgactgctgaagaagaagtttactttgecegtegggegcetacgeggegatgtttcatctegecgecgtatg
atcgagagtaacctgcggctggtggtgaaaatcgecegecgetacaataatcggggactggegetgetggatctgattgaagaagggaaccteggtttgateegege
agtcgagaagtttgaccctgaacgegggttecgcettttcgacttacgecacctggtggatecgtcagaccattgaacgggecatcatgaatcagacccgeaccatecgt
ttacccatccatatcgttaaagaactcaatgtctacctgegtaccgcacgegaactgteccacaagcettgatcatgageccagtgeggaagaaategecgageggetg
gataagccggtggatgacgttaaccgeatgetgegtctcaacgagegeatcacgteggtggatacgecgetgggeggggattcggaaaaggegetgetggatattcetg
gccgacgagaaggataacggeccggaagacaccacgcaggataacgatatgaaacaaaatatcgttaagtggttgttitgaactgaacgcaaaacagegtgaagtg
ctggccegecgttttggtctgetgggatatgaagecgec



4. proA (Gamma glutamylphosphate reductase) (Ma et al. 2007) band size 785bp
proAF1 5’-CGGYAATGCGGTGATTCTGCG-3’
proAR1 5-GGGTACTGACCGCCACTTC-3’
636 bp partial gene was used in analysis
example in D. dadantii 3937 genome (reverse complement)
>proA_D_dadantii_3937

aaagtaatccagcaggcgctggtcgaatgeggectgectgecgecgegattcaggegattgaaageccggategtgagetggtcaatcaactgetgaaactcgateg

ctacgttgacatgctgattccccgeggeggegegggcttgeacaagetatgecgegageattccaccattecggtgatcaccggeggceattggegtgtgecacatctat

gtcgacgagtcgatggaattcgagecggegctgaaggtgattgtcaacgctaaaacccagegteccageacctgeaacacggtggaaaccctgetggtgeatcaggg
cattgccgecgegttectgecggegetgagegagegtatgaaacaggtgggtgtgagettacatgectgeccggegtegetgecgetgetgaccageggeecggegag
cgtcaccgcggtagaagecgcaaattatgatgacgaatggttgtegetggatctgaacgtgaagetggtegeagatattgacgacgecategatcatateegtgagea
cggcacccagcactctgacgecatcctgactegetecttaagecgtgetgageaattegtgegtgaggtagattecteggeggtgtatgtcaacgec
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